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Background

The most common subtype of renal cell carcinoma
(RCC) is clear cell RCC (ccRCC) that accounts for 70-

Results
miR-210-3p was upregulated in ccRCC
frozen tissues compared to matched
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analyzed by RTpPCR miR-210-3p levels in
neoplastic and healthy tissues and in urine .
specimens collected at surgery and during follow- Conclusions

. Evaluation of miRNA levels in tissues and urine specimens from ccRCC patients by RT-gPCR
up visits (from 3to24 monthS) Of all ccRCC cases, (A) Box-plot showing the modulation of miR-210-3p in a cohort of 21 matched fresh frozen tissues from ccRCC patients (1) and

This pilot study highlights the relevance

of which 18 disease-free patients and asmall 1] &3yssost =0l e 0D S5 ¢ i 210,35 in uine of 21 c6RCC patients (1) and 16 hesiy donors (D). ISR clae-in-220 S0-asPogeny
subgroup presenting metastatic progression. Urineé  (C) Box plot showing the expression level of miR-210-3p in urine of 18 patients at the time of surgery (T) and during follow-up (3. 6, non invasive diagnostic and prognostic
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specimens were frozen within 30 minutes from diagnosis to treatment in clinical
collection and stored at -80°C until RNA extraction setting.

and microRNA expression analysis.



